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) ICTVdB Home site: http://phene.cpmc¢.columbia.edu/ S
in DELTA format USA mirror: http://www.ncbi.nlm.nih.gov/ICTVdb/ é
& A European mirror:-http://www.ictvdb.rothamsted.ac.uk/ %
Assigns unique decimal code China mirror: http://ictvdb.mirror.ac.cn/ g
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